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<210> 1 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N- terminal S-benzyl thioesters 
<220> 

< 2 2 1 > MIS COFEATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

<221> MISC_FEATURE 

<222> (18) . . (18) 

<223> where X is CONH2 



<400> 1 

Xaa Arg Gin lie Pro Lys lie Trp Phe Pro Asn Arg Arg Lys Pro Phe 
15 10 15 



Lys Xaa 



<210> 2 

<211> 12 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1)..(D 

<223> where X is BnSCO 



<220> 

< 2 2 1 > MI S COFEATURE 

<222> (12).. (12) 

<223> where X is C0NH2 



<400> 2 



Xaa Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Xaa 



10 



<210> 3 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

<221> MIS COFEATURE 

<222> (16).. (16) 

<223> where X is CONH2 



<400> 3 



Xaa Pro Thr Ser Gin Ser Arg Gly Asp Pro Thr Gly Pro Lys Glu Xaa 



10 



15 



<210> 4 

<211> 26 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

<221> MISC FEATURE 



<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (26)., (26) 

<223> where X is CONH2 



<400> 4 



Xaa Asp Arg Val He Glu Val Val Gin Gly Ala Tyr Arg Ala He Arg 
15 10 15 



Asn He Pro Arg Arg He Arg Gin Gly Xaa 
20 25 



<210> 5 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

< 2 2 1 > MI S COFEATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (11) . . (11) 

<223> where X is CONH2 



<400> 5 

Xaa Gin Ala Lys Lys Lys Lys Leu Asp Lys Xaa 
15 10 



<210> 


6 


<211> 


12 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


peptide N-terminal 


<220> 




<221> 


MISC FEATURE 


<222> 


(1) . . (1) 



<223> where X is BnSCO 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (12) . . (12) 

<223> where X is C0NH2 



<400> 6 

Xaa Ala Leu Pro Pro Leu Glu Arg Leu Thr Leu Xaa 
15 10 



<210> 7 

<211> 29 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

<2 2 1 > MIS C_FE ATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

<221> MI SC_FE ATURE 

<222> (29) . . (29) 

<223> where X is CONH2 



<400> 7 

Xaa Gly Ala Leu Phe Leu Gly Phe Leu Gly Ala Ala Gly Ser Thr Met 
15 10 15 



Gly Ala Trp Ser Gin Pro Lys Ser Lys Arg Lys Val Xaa 
20 25 



<210> 8 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

<221> MIS COFEATURE 

<222> (2).. (2) 

<223> where X is sarcosine 



<220> 

<221> MISC^FEATURE 

<222> (7) . . (7) 

<223> where X is C0NH2 



<400> 8 

Xaa Xaa Leu Gly lie Gly Xaa 
1 5 



<210> 9 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide N-terminal S-benzyl thioesters 
<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> where X is BnSCO 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (18) . . (18) 

<223> where X is C0NH2 



<400> 9 

Xaa Pro Gin lie Lys lie Trp Phe Pro Asn Arg Arg Lys Pro Phe Lys 
15 10 15 



Lys Xaa 



<210> 10 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 



<220> 

<221> misc_f eature 

<222> (1) . . (6) 

<223> where n is Cys(SBut) 



<400> 10 
nttttt 



<210> 11 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

< 2 2 1 > mi sc_f eature 

<222> (1) . . (6) 

<223> where n is Cys(Trt) 



<400> 11 
nttttt 



<210> 12 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

<221> mi sc_f eature 

<222> (1) . . (6) 

<223> where n is Cys 



<400> 12 
nttttt 



<210> 13 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

<221> misc feature 



<222> (1) . . (16) 

<223> where n is Cys(SBut) 



<400> 13 
nctcccaggc tcaaat 



<210> 14 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

< 2 2 1 > mis cofeature 

<222> (1)..(16) 

<223> where n is Cys(SBut) 



<400> 14 
ngctcccacg ctcaaa 



<210> 15 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S'-cysteinyl oligonucleotide 
<220> 

<2 2 1 > mi sc_f eature 

<222> (1) . . (16) 

<223> where n is Cys(Trt) 

<400> 15 
nctcccaggc tcaaat 

<210> 16 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

<221> misc__f eature 

<222> (1)..(16) 

<223> where n is Cys(Trt) 



<400> 16 
ngctcccagg ctcaaa 



<210> 17 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

<221> misc_f eature 

<222> (1) . . (16) 

<223> where n is Cys(Trt) 

<400> 17 
nagctcccag gctcaa 

<210> 18 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5'-cysteinyl oligonucleotide 
<220> 

<221> mi sc_f eature 

<222> (1) . . (16) 

<223> where n is Cys(SBut) 

<400> 18 
nagctcccag gctcaa 

<210> 19 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S'-cysteinyl oligonucleotide 
<220> 

<221> misc_feature 

<222> (1) . . (16) 

<223> where n is Cys 



<400> 19 
ngctcccagg ctcaaa 



<210> 20 

<211> 5 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide 

<400> 20 
ttttt 



<210> 21 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> oligopeptide 

<400> 21 

Pro Thr Ser Gin Ser Arg Gly Asp 
1 5 



Pro Thr Gly Pro Pro Lys Glu 
10 15 



<210> 22 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide 

<400> 22 
gctcccaggc tcaaa 



<210> 23 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<2 2 3 > ol igopept ide 
<220> 

< 2 2 1 > MIS COFEATURE 

<222> (1) . . (5) 

<223> where X is sarcosine 



<400> 23 



Xaa Leu Gly He Gly 



<210> 


24 


<211> 


10 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


oligopeptide 


<400> 


24 



Ala Leu Pro Pro Leu Glu Arg Leu Thr Leu 
15 10 



<210> 25 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide 



<400> 25 
agctcccagg ctcaa 



